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TABLE 1—FEstimates of PM + DQAI loci allele frequencies among
Brazilian Blacks from the city of Sdo Paulo.

Allele LDLR GYPA HBGG D7S8 Gce HLADQALI
A 0.274 0.559 0.417 0573  0.177

B 0.726 0.441 0.330 0.427  0.579

C B e 0.253 .. 0.243 .
1.1 0.121
1.2 0.267
1.3 0.049
2 0.118
3 0.142
4.1 0.233
4.2/4.3 0.070
Hex 0.398 0.493 0.653 0.489  0.573 0.818
Hop 0.382 0.535 0.576 0.438  0.535 0.806

Total number of alleles: 288; Hex expected Heterozigozity; Hop observed
Heterozigozity.

Whole blood samples were collected from 144 unrelated Black
Brazilian individuals under informed consent. DNA was extracted
from 5mL of peripheral blood by the salting-out procedure (1).
PCR and reverse dot-blot analysis were performed using the Ampli-
type PM + DQA1 PCR Amplification and Typing Kit (Polymarker
Multiplex, Applied Biosystems, Foster City, CA) under conditions
recommended by the manufacturer.
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The estimates of allele frequencies for all studied loci were
obtained by applying standard counting methods described in
detail by Weir (2), Evett & Weir (3), and Sham (4). Their
standard errors were calculated after s.e.(p;) = /var(p;), where
var(p;) =p;(1 —pi)/ 2N = (p; — piz)/ZN (binomial expected value
if the population genotypes are in Hardy-Weinberg ratios) or
var(p;) = [p; + n(o;;)/N — 2pi2]/2N (variance estimated from pop-
ulation samples in which genotypes are not necessarily distributed
binomially). Genotype distributions for these loci did not deviate
significantly from Hardy-Weinberg proportions. We detected no
significant associations between the loci out of a total of 15 possible
pairwise comparisons. Other population studies from Caucasians
and Mulattoes from Brazil for comparison can be found in Ref (5).
The complete data are available to any interested researcher upon
request.

References

1. Miller SA, Dykes DD, Polesky HF. A simple salting-out procedure
for extracting DNA from human nucleated cells. Nucleic Acids Res
1988;6:1215.

2. Weir BS. Genetic data analysis II. Sunderland: Sinauer, 1996.

3. Evett IW, Weir BS. Interpreting DNA evidence. Sunderland: Sinauer,
1998.

4. Sham P. Statistics in human genetics. London: Arnold, 1998.

5. Soares-Vieira JA, Billerbeck AEC, Iwamura ESM, Otto PA. Brazilian
population data on the polymerase chain reaction — based loci LDLR,
GYPA, HBGG, D7S8 and Gc. Am J Forensic Med and Pathology 2003;
24(3):283-17.

Additional information and reprint requests:

José Arnaldo Soares-Vieira, Ph.D.

Departamento de Medicina Legal, Faculdade de Medicina
Universidade de Sado Paulo, Brasil

Instituto Oscar Freire

Rua Teodoro Sampaio 115

Sdo Paulo, SP Cep 05405-000, Brasil

Phone: (55 11) 3085-9677

Fax: (55 11) 3085-9134

E-mail: jasv@usp.br

Copyright © 2004 by ASTM International, 100 Barr Harbor Drive, PO Box C700, West Conshohocken, PA 19428-2959. 1



2 JOURNAL OF FORENSIC SCIENCES

TABLE 2—Biological relationship exclusion probabilities (test powers) for Brazilian Blacks from Sao Paulo.

P (exclusion/relationship = false)

Relationship LDLR GYPA HGBB D7S8 GC HLA-DQA1 All Loci
identity 0.5585 0.6214 0.8058 0.6195 0.7534 0.9428 0.9998
monozygosity 0.3387 0.4019 0.5281 0.3996 0.4750 0.6448 0.9791
maternity 0.0793 0.1215 0.2134 0.1197 0.1644 0.4663 0.7502
paternity 0.1594 0.1857 0.3600 0.1848 0.3078 0.6412 09113
joint parentage 0.2473 0.2719 0.5399 0.2779 0.4796 0.8312 0.9842




